1 




Figure 1 



LB S RB 



2/7 



pYLTAC747 



Cre 

recombinas 




I 



LB S J' 

^ Cm Ori ^ 



I 



RB 



1 



pYLVS backbone 

I-5'c£l digestion 
Ligation with linker S 



TB ^ Joining site 



pYLTAC747 -Genel 



Figure 2 A 



LB ^ ^^^^j 



3/7 

RB pYLTAC747 -Genel 



Cre 

recombinase 




LB ^ 



^ ^' Genel <^ Cm Ori ^ene 1 




RB 



I 



pYLSV backbone 

Pl-Sce I digestion 
Ligation with Linker V 



I R ^ Joining site 

X (jg„g2 I Genel 



RB 



pYLTAC747-Gene 1 -Gene 2 



Repeating (A) and (B) 



Figure 2 B 



4/7 




Ligation 




Figure 3 





5/7 



PGR amplified fragment 
with primers P3 and P4 



PGR ampiiiiea iragment 
with primers P5 and P6 



Ligation 





MCS LacZ 




5«HII digestion ^ 5^ ♦P't^ 



Ligation 




synthesized fragment 

loxP Vl-Scel MCS 1-Scel 



BssHll \ / BssHll 
Bgl II 




Bgl II digestion, 
religation 




Figure 4 



M1 2 34 567 89 10 M 



6/7 



kb 

23.1 — 

9.4 — 
6.6 — 

4.4 — 



2.3—1 
2.0- 



urn m w 19 «:M m mu^ 



'i^^^0 '^SiP^ 'ImS^ ^iSSp^ 



■Vector 

kb 
■5.2 



■mm mm: ^ma0- mm-\mim^ 



■^■■^i'^^ms^- mm; mm mm:^ ST S 'SZ 



h3.0 



\-l.2 1 



Gene 



Number of inserted genes: 0123467 89 10 



Figure 5 



(2) (3) 
RB MAR GNA 



(4) 
Pinll 



Size (kb): 
NotI site: N N 



(5) 

RAC22/RCH10 

/ 



(6) 
Xa21 



(7) (8) (9) (1) 
Bar MAR LB/GUS/RB HPT LB 



:b): 1.2 5.2 3.0 6.4 2.0 j 5.2 \2.4 1.8 1.2 3.0 2.2 



N N 



N N N N 



N N 



Figure 6 



7/7 



M1234 56789 10 11 12 Probe 




Figure 7 



